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Abstract
	Here we suggest the creation of one new species in the genus Cyclovirus based on the species demarcation threshold of 80% genome-wide nucleotide sequence identity based on pairwise identity comparisons.





Text of proposal
	
	The family Circoviridae (phylum Cressdnaviricota; order Cirlivirales) has two established genera (Circovirus and Cyclovirus). Viruses within these two genera are classified into species based on genome-wide pairwise identities with 80% species demarcation threshold [1]. 

Based on the species demarcation threshold coupled with phylogenetic support, one new species for the genus Cyclovirus (Table 1, Figures 1-2) is proposed. 

Details of the virus belonging to this species are summarized in Table 1. The species name was selected to comply with the mandated binomial species naming format [2]. ‘Ezzike’ is the word for chimpanzee in Luganda.








Supporting evidence

Table 1: Summary of new species in the genus Cyclovirus
	Species
	Accession
	Virus Name
	Acronym
	Country
	Host/isolation source
	Isolate

	Cyclovirus ezzike 
	OP934204
	Chimpanzee associated cyclovirus 2
	ChimpACyV2
	Uganda
	Pan troglodytes
	UGA33-1
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Figure 1: A ‘two colour’ pairwise identity matrix of representative genome-wide comparisons among sequences in the genus Cyclovirus inferred using SDT v1.2 [3] and MUSCLE alignment. The virus representing proposed new species is indicated by a red arrow.
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Figure 2: Maximum likelihood phylogenetic tree (rooted with reverse complement sequences of a circovirus) of representative genomes for each cyclovirus species (aligned with MAFFT [4]) inferred using PHYML [5] with Smart Model Selection [6]. Statistical confidence in clades based on 100 bootstrap replicates is represented by numbers beside branches (values ≥ 50 are shown). Scale bar is equal to nucleotide substitutions per site. The tree was visualized in FigTree v. 1.4.4 [7].
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