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Abstract
	A novel gyrovirus has been detected in mixed organ sample (liver, spleen brain, heart, intestine) of a common pheasant (Phasianus colchicus) in Hungary. The genome length of the pheasant-associated gyrovirus (PAGyV) is 2353 nt (Fehér et al., 2022). The genomic structure of the PAGyV corresponds to that of other gyroviruses (GenBank accession number OK665854) (Figure 1A). Phylogenetic analysis and pairwise identity comparison suggest that the novel virus belongs to a distinct species of the Gyrovirus genus, Anelloviridae family, and was tentatively named Gyrovirus phaco1 (Fehér et al., 2022).


Text of proposal
		The 2353 nt circular ssDNA genome of the PAGyV contains putative ORFs coding for viral proteins VP1, VP2 and VP3 (Figure 1A) (Fehér et al., 2022). Phylogenetic analysis and pairwise nt identity comparison of gyrovirus VP1 nt sequences (≤67.6% nt identity of PAGyV VP1 with that of other gyroviruses) suggest that PAGyV represents a novel species within the Gyrovirus genus, Anelloviridae family (Figure 1B and 1C) (Fehér et al., 2022). Pairwise identity <69% for the VP1 nt sequences meets the criteria set by the ICTV for species demarcation, thus the PAGyV is proposed as member of a novel species named Gyrovirus phaco1.
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Figure 1. (A) Schematic representation of the pheasant-associated gyrovirus (PAGyV) genome. (B) VP1 nucleotide sequence based pairwise identity matrix of representative gyrovirus sequences prepared using SDT v1.2 software. (C) Unrooted maximum likelihood phylogenetic tree of representative gyrovirus VP1 sequences. The analysis was performed with the MEGA6 software, utilizing maximum likelihood method, GTR+G model, 1000 bootstrap replicates. Support values <60 are hidden. The scale bar shows substitutions per site. PAGyV is highlighted with blue triangle (Fehér et al., 2022).

References
Fehér E, Bali K, Kaszab E, Ihász K, Jakab S, Nagy B, Ursu K, Farkas SL, Bányai K (2022) A novel gyrovirus in a common pheasant (Phasianus colchicus) with poult enteritis and mortality syndrome. Arch Virol 167(5):1349-1353. https://doi.org/10.1007/s00705-022-05417-7

Guindon S, Dufayard JF, Lefort V, Anisimova M, Hordijk W, Gascuel O (2010) New Algorithms and Methods to Estimate Maximum-Likelihood Phylogenies: Assessing the Performance of PhyML 3.0. Syst Biol 59(3):307–321. https://doi.org/10.1093/sysbio/syq010

Kraberger S, Opriessnig T, Celer V, Maggi F, Okamoto H, Blomström AL, Cadar D, Harrach B, Biagini P, Varsani A (2021) Taxonomic updates for the genus Gyrovirus (family Anelloviridae): recognition of several new members and establishment of species demarcation criteria. Arch Virol 166(10):2937–2942. https://doi.org/10.1007/s00705-021-05194-9

Muhire BM, Varsani A, Martin DP (2014) SDT: A Virus Classification Tool Based on Pairwise Sequence Alignment and Identity Calculation. PLoS ONE 9(9): e108277. https://doi.org/10.1371/journal.pone.0108277

Tamura K, Stecher G, Peterson D, Filipski A,  Kumar S (2013) MEGA6: Molecular Evolutionary Genetics Analysis Version 6.0. Mol Biol Evol 30:2725–2729. https://doi.org/10.1093/molbev/mst197

image2.png
VP2

nt410-1114
pheasant-associated (234 aa)
gyrovirus
2353 nt
VP1 0OK665854
nt 925-2292 VP3
(455 aa) nt 546-923
(125 aa)

M55918_CAV
KF294862_GyV_homsa2
KM111536_GyV_galga2
OK665854 GyV_phaco 1
JQ308210_GyV_homsat
KM348009_GyV_homsa1
HM590588_GyV_galgat
KX708506_GyV_galgat
KJ452213_GyV_galgat
KJ452214_GyV_galgat
MH638372_GyV_myferr1
MN816164_Columba_|_GyV
MH378452_GyV_hydho1
MT318127_Anas_plat_GyV
KR137527_GyV_fulglat
KP742975_GyV9_Homo_s
JX310702_GyV_homsa3
KF294861_GyV_homsad

Pairwise identity (%)
100

96
91
87
83
79

74
70
66
61
57

2

MH378452_GyV_hydho1
_plat_GyV

KR137527_GyV_fulglal
9_Homo_s

yVo_t

KF294862_GyV_homsa2

KM111536_GyV_galga2
JX310702_GyV_homsa3
KF294861_GyV_homsad

MH638372_GyV_myferr1
MN816164_Columba_|_G:

OK665854 GyV_phaco 1
JQ308210_GyV_homsal
KM348009_GyV_homsa1
HM590588_GyV_galgal
KX708506_GyV_galgal
KJ452213_GyV_galgat
KJ452214_GyV_galgat
MT318127_Anas.

M55918_CAV
KP742975_G:

KJ452213_GyV_galga1 AGV2_Mustela_putorius_furo_ HUN_2011
6111 KX708506_GyV_galgal_AGV2_Gallus_gallus_CHN_2015
4“)0'-[ HM590588_GyV_galgal AGV2_Gallus_gallus_BRA_2006
KJ452214_GyV_galga1 AGV2_Mustela_putorius_furo_feces HUN_2011
JQ308210_GyV_homsal_GyV3_Homo_sapiens_CHI_2008
99 KM348009_GyV_homsal_GyV3_Mustela_putorius_furo_HUN_2011
A 0K665854GyV_phaco1_HUN_2017
KF294862_GyV_homsa2_Tu783_Homo_sapiens_TUN_2003
—'_} M55918 CAV_GER
KM111536_GyV_galga2 GyV7_Gallus_gallus_USA_2014
MH378452_GyV_hydho1_Ashy_storm_petrel_GyV_USA_2012
62 ———— KP742975_GyV9_Homo_sapiens_FRA
_|: MT318127_Anas_platyrhynchos BRA 2014
MN816164_Columba_livia_GyV_BRA_2016
KR137527_GyV_fulgla1_GyV8_Fulmarus_glacialis_ USA 2014
————————————— MH638372_GyV_myferrl_GyV11_Myrmeciza ferruginea_French_Guiana_2016

JX310702_GyV_homsa3_GyV4 Homo_sapiens_HKG_2011
100! KF294861_GyV_homsad_Tu243 Homo_sapiens_TUN_2004

02




image1.png




