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Abstract

	
Following  conversations with Dr. Varsani, we propose species names to rename the current two species names in the  family Redondoviridae [1-5] to conform with the binomial nomenclature: Torbevirus viento and Torbevirus brisa.





Text of proposal
	
	
Species are separated by alignment and taxonomic placement of DNA sequences of genomes. We were advised to propose one genus and one family.
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