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DICE linkage: Complete linkage Heirarchical Clustering
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AP013549_uncultured_Mediterranean_phage_uvMED
AP013548_uncultured_Mediterranean_phage_uvMED
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AP013547_uncultured_Mediterranean_phage_uvMED
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MG957431_Vibrio_phage_Rostov−1
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KY883645_Vibrio_phage_JSF31
KY883646_Vibrio_phage_JSF32
KY883643_Vibrio_phage_JSF28
KY883650_Vibrio_phage_JSF18
MF574151_Vibrio_phage_JSF25
KY883644_Vibrio_phage_JSF30
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KY883641_Vibrio_phage_JSF11
HG818824_Citrobacter_phage_CR8
KX669227_Escherichia_phage_ZG49
MG845865_Escherichia_phage_YZ1
EU734172_Enterobacteria_phage_EcoDS1
KY962008_Escherichia_phage_ST31
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KX712070_Klebsiella_phage_vB_KpnP_KpV767
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HM480846_Escherichia_phage_K30
MH172264_Klebsiella_virus_KP32
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KU183006_Klebsiella_phage_vB_KpnP_IME205
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MG833025_Enterobacteria_phage_T7
GU071091_Enterobacteria_phage_T7
AY264774_Enterobacteria_phage_T7
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LT961844_Yersinia_phage_fPS−21
LT962907_Yersinia_phage_fPS−10
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LT962906_Yersinia_phage_fPS16
LT961838_Yersinia_phage_fPS−19
LT960606_Yersinia_phage_fPS−9
LT961840_Yersinia_phage_fPS−7
LT961836_Yersinia_phage_fPS−26
LT961842_Yersinia_phage_fPS−86
LT961845_Yersinia_phage_fPS−59
LT962475_Yersinia_phage_fPS−54−ocr
LT962379_Yersinia_phage_fPS−53
LT961841_Yersinia_phage_fPS−89
LT962380_Yersinia_phage_fPS−85
KY084243_Pectobacterium_phage_PP74
EU734170_Yersinia_phage_Yepe2
JQ965702_Yersinia_phage_YpP−G
AM183667_Yersinia_phage_Berlin
HQ333270_Yersinia_phage_Yep−phi
KP090454_Escherichia_phage_P694
KP090453_Escherichia_phage_P483
MK685668_Shigella_phage_VB_Ship_A7
FJ194439_Kluyvera_phage_Kvp1
KM366096_Salmonella_phage_BP12A
GQ468526_Enterobacteria_phage_285P
MG471392_Salmonella_phage_BSP161
EU734171_Enterobacteria_phage_BA14
MH031343_Escherichia_phage_vB_EcoP_S523
KF700371_Erwinia_phage_FE44
MH809534_Yersinia_phage_PYPS50
HQ316584_Cyanophage_SS120−1.1_rc
KC310806_Synechococcus_phage_S−CBP2
EF372997_Synechococcus_virus_Syn5
AF338467_Synechococcus_virus_P60
JF974300_Synechococcus_phage_S−CBP42
KC310805_Synechococcus_phage_S−CBP42
GU943065_uncultured_phage_MedDCM−OCT−S05−C243
GU071104_Cyanophage_NATL2A−133
HQ337022_Prochlorococcus_phage_P−SSP10
GU071100_Cyanophage_9515−10a
HQ634152_Prochlorococcus_phage_P−SSP6
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AY939843_Prochlorococcus_virus_PSSP7
GU071093_Prochlorococcus_virus_PSSP7
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KC310803_Synechococcus_phage_S−CBP3
HM559717_Synechococcus_phage_S−CBP4
KC310804_Synechococcus_phage_S−CBP4
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KJ183191_Podovirus_Lau218
KJ183193_Podovirus_Lau218
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AP013543_uncultured_Mediterranean_phage_uvMED
KC465900_Pelagibacter_phage_HTVC011P
AP013540_uncultured_Mediterranean_phage_uvMED
AP013542_uncultured_Mediterranean_phage_uvMED
KC465901_Pelagibacter_phage_HTVC019P
AP013541_uncultured_Mediterranean_phage_uvMED
AP013545_uncultured_Mediterranean_phage_uvMED
MG736918_Erwinia_phage_vB_EamP−S2
EF160123_Erwinia_amylovora_phage_Era103
FQ482084_Erwinia_phage_phiEa1H
FQ482086_Erwinia_phage_phiEa100
KM370384_Lelliottia_phage_phD2B
JQ837901_Pectobacterium_phage_PP1
KY744566_Pectobacterium_phage_POP72
KM819696_Proteus_phage_PM_93
KP890822_Proteus_phage_vB_PmiP_Pm5460
KM819695_Proteus_phage_PM_85
KU946962_Proteus_phage_PM_116
AY288927_Salmonella_virus_SP6
AY370673_Salmonella_virus_SP6
GU595417_Enterobacteria_phage_UAB_Phi78
KM366097_Salmonella_phage_BP12B
MG775042_Citrobacter_phage_vB_CroP_CrRp3.2
MH729818_Escherichia_phage_L11.1
MG251390_Escherichia_virus_VEc3
AY370674_Escherichia_virus_K1−5
KX279892_Escherichia_virus_AAPEc6
JN986844_Enterobacteria_phage_vB_EcoP_ACG−C91
KY435490_Escherichia_virus_K1E
KY295897_Escherichia_phage_vB_EcoP_K
MG004687_Escherichia_virus_mutPK1A2
AM084415_Escherichia_virus_K1E
KY295891_Escherichia_phage_vB_EcoP_B
KY295893_Escherichia_phage_vB_EcoP_D
KY295892_Escherichia_phage_vB_EcoP_C
KY295899_Escherichia_phage_vB_EcoP_R
KJ749827_Escherichia_phage_ECBP5
KY250034_Pectobacterium_phage_PP99
MH113814_Pseudomonas_phage_Achelous
MH113813_Pseudomonas_phage_Nerthus
MH113815_Pseudomonas_phage_Alpheus
MG018929_Pseudomonas_phage_uligo
MH113812_Pseudomonas_phage_Njord
MF481197_Marinomonas_phage_CB5A
KY626176_Marinomonas_phage_CPP1m
KY626177_Marinomonas_phage_CPG1g
MG545917_Vibrio_phage_VEN
KJ502657_Vibrio_phage_Vc1
KY290756_Vibrio_phage_Vp670
KF322026_Vibrio_phage_phi−A318
KF800937_Vibrio_phage_AS51
FR751545_Pantoea_phage_LIMEzero
KM247287_Enterobacteria_phage_J8−65
MK629528_Escherichia_phage_Lidtsur
AB854109_Ralstonia_phage_RSB3
KY117485_Ralstonia_virus_phiAp1
MG845683_Pseudomonas_phage_phiNV3
AM265638_Pseudomonas_phage_LKD16
FN263372_Pseudomonas_phage_phikF77
AM910651_Pseudomonas_phage_LUZ19
KR054031_Pseudomonas_phage_DL62
LN610580_Pseudomonas_phage_vB_PaeP_PAO1_1−15pyo
EU056923_Pseudomonas_phage_PT5
JQ307386_Pseudomonas_phage_vB_Pae−TbilisiM32
KX711710_Pseudomonas_phage_vB_Pae−TbilisiM32
EU236438_Pseudomonas_phage_PT2
KC969441_Pseudomonas_phage_MBL
AJ505558_Pseudomonas_phage_phiKMV
KU743887_Pseudomonas_phage_phiNFS
MH979674_Pseudomonas_phage_RLP
JX997978_Pseudomonas_phage_MPK6
KY618819_Pseudomonas_phage_PAXYB1
JX501340_Pseudomonas_phage_MPK7
KM067278_Pseudomonas_phage_vB_PaeP_PPA−ABTNL
LN610574_Pseudomonas_phage_vB_PaeP_PAO1_Ab05
MH107770_Pseudomonas_phage_vB_PaeP_130_113
AM265639_Pseudomonas_phage_LKA1
FN594518_Pseudomonas_phage_phi−2
KC311669_Acinetobacter_phage_AB3
MH800200_Acinetobacter_phage_vB_AbaP_46−62_Aci07
KY082667_Acinetobacter_phage_SH−Ab_15519
KT388102_Acinetobacter_phage_vB_AbaP_PD−6A3
KT388103_Acinetobacter_phage_vB_AbaP_PD−AB9
MG459218_Acinetobacter_phage_SWH−Ab−1
JX658790_Acinetobacter_phage_Abp1
MG599035_Acinetobacter_phage_SWH−Ab−3
MF033347_Acinetobacter_phage_vB_AbaP_B1
MF033348_Acinetobacter_phage_vB_AbaP_B3
HQ186308_Acinetobacter_phage_phiAB1
KT339321_Acinetobacter_phage_phiAB6
KY888680_Acinetobacter_phage_WCHABP5
MH042230_Acinetobacter_phage_vB_AbaP_D2
MF033350_Acinetobacter_phage_vB_ApiP_P1
MF033351_Acinetobacter_phage_vB_ApiP_P2
KY268295_Acinetobacter_phage_vB_AbaP_AS12
MH763831_Acinetobacter_phage_vB_AbaP_B09_Aci08
KR149290_Acinetobacter_phage_Fri1
KY268296_Acinetobacter_phage_vB_AbaP_AS11
MF033349_Acinetobacter_phage_vB_AbaP_B5
KT804908_Acinetobacter_phage_IME200
MK278859_Acinetobacter_phage_AbKT21phiIII
KF669656_Acinetobacter_phage_Petty
KJ473423_Acinetobacter_phage_vB_AbaP_Acibel007
KU310944_Pseudomonas_phage_YMC11−06−C171_PPU_BP
JX290549_Pectobacterium_phage_PhiM1
KR604693_Pectobacterium_phage_Peat1
MH807819_Pectobacterium_phage_Slant
MK095202_Pectobacterium_phage_Khlen
KX278419_Pectobacterium_phage_PP90
MK095210_Pectobacterium_phage_Zenivior
MK095211_Pectobacterium_phage_Zenivior_B1
MK095209_Pectobacterium_phage_Phoria
KY953156_Pectobacterium_phage_vB_PatP_CB5
MK095197_Pectobacterium_phage_Clickz_B5
MK095195_Pectobacterium_phage_Clickz_B3
MK095199_Pectobacterium_phage_Clickz_B7
MK095196_Pectobacterium_phage_Clickz_B4
MK095193_Pectobacterium_phage_Clickz
MK095200_Pectobacterium_phage_Clickz_B8
MK095194_Pectobacterium_phage_Clickz_B2
MK095198_Pectobacterium_phage_Clickz_B6
MH807811_Pectobacterium_phage_Gaspode
MH807814_Pectobacterium_phage_Lelidair
MK095201_Pectobacterium_phage_Ekidair
MH807816_Pectobacterium_phage_Momine
MK095203_Pectobacterium_phage_Koot
MK095204_Pectobacterium_phage_Koot_B1
MK095192_Pectobacterium_phage_Astalicious
MH807818_Pectobacterium_phage_Nobby
MK095205_Pectobacterium_phage_Nobby_B1
MK095206_Pectobacterium_phage_Nobby_B2
MK095207_Pectobacterium_phage_Nobby_B3
MK095208_Pectobacterium_phage_Nobby_B4
KT240186_Dickeya_phage_BF25−12
KX278418_Pectobacterium_phage_PP16.2
LC063634_Pectobacterium_phage_PPWS1
LC375533_Pectobacterium_phage_PPWS2
MK387869_Providencia_phage_vB_PstP_PS3
KF319020_Proteus_phage_PM16
KM819694_Proteus_phage_PM_75
MK474470_Vibrio_phage_vB_VpaS_OWB
FJ896200_Vibrio_phage_VP93
MF754111_Vibrio_phage_vB_VpaP_KF1.1
MF754112_Vibrio_phage_vB_VpaP_KF2.1
FR687252_Pantoea_phage_LIMElight
JQ267518_Enterobacter_phage_phiKDA1
MK562503_Shigella_phage_Buco
KY684082_Shigella_phage_SFN6B
KY000081_Klebsiella_phage_KPV811
MK598851_Escherichia_phage_Minorna
KF765493_Klebsiella_phage_F19
KY385423_Klebsiella_phage_vB_KpnP_KpV74
MF612071_Klebsiella_phage_AltoGao
GQ413938_Klebsiella_phage_KP34
KP708985_Klebsiella_phage_vB_KpnP_SU503
KM576124_Klebsiella_phage_phiBO1E
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AB716666_Klebsiella_phage_NTUH−K2044−K1−1
KU666550_Klebsiella_phage_KpV71
KX211991_Klebsiella_phage_KpV475
KX237514_Klebsiella_phage_vB_KpnP_KpV48
MG972768_Klebsiella_phage_myPSH1235
KX856662_Klebsiella_phage_KP−Rio−2015
KT964103_Klebsiella_phage_KpV41
KP708986_Klebsiella_phage_vB_KpnP_SU552A
KX587949_Klebsiella_phage_phiKpS2
HE956707_Yersinia_phage_phiR8−01.2
KT184661_Yersinia_phage_vB_YenP_ISAO8
KT949345_Aeromonas_phage_Ahp1
MF683623_Aeromonas_phage_Ahp1
MH179473_Aeromonas_phage_25AhydR2PP
JN651747_Aeromonas_phage_phiAS7
MH992513_Aeromonas_phage_ZPAH7
MK330684_Aeromonas_phage_ZPAH7B
MG878892_Salmonella_phage_vB_SpuP_Spp16
HE956710_Yersinia_phage_phi80−18.2
KY318515_Yersinia_phage_fHe−Yen3−01
KX756572_Pectobacterium_phage_PP2
MK053931_Pectobacterium_phage_Arno160
KC107834_Cronobacter_phage_vB_CskP_GAP227
LN878149_Cronobacter_phage_Dev−CD−23823
JN882298_Escherichia_phage_phiKT
MG201401_Escherichia_phage_PGT2
KX066068_Pseudomonas_phage_VSW−3
MG775261_Pseudomonas_phage_PollyC
JN991020_Pseudomonas_phage_Bf7
KX458241_Pseudomonas_phage_Andromeda
KF626666_Xylella_phage_Paz
KF626667_Xylella_phage_Prado
KU197013_Xanthomonas_phage_XAJ24
MF375456_Xanthomonas_phage_phi_Xc10
KU595432_Xanthomonas_phage_f20−Xaj
KU595433_Xanthomonas_phage_f30−Xaj
KX660669_Aquamicrobium_phage_P14
AB451219_Ralstonia_phage_RSB1
MG652450_Ralstonia_phage_RsoP1IDN
KY316062_Ralstonia_phage_RS−PII−1
KY464836_Ralstonia_phage_RS−PI−1
HG796221_Burkholderia_phage_Bp−AMP4
HG796220_Burkholderia_phage_Bp−AMP3
HG793132_Burkholderia_phage_Bp−AMP1
HG796219_Burkholderia_phage_Bp−AMP2
KC853746_Burkholderia_phage_JG068
AB920995_Ralstonia_phage_RSJ2
AB983711_Ralstonia_phage_RSJ5
KY981272_Curvibacter_phage_P26059B
MH684921_Sphingomonas_phage_Scott
KT381879_Caulobacter_phage_Percy
MF621978_Caulobacter_phage_Lullwater
KY065149_Vibrio_phage_JSF7
MF278336_Alteromonas_virus_vB_AspP−H4−4
MG592574_Vibrio_phage_1.204.O._10N.222.46.F12
KX397280_Phage_MedPE−SWcel−C56
MF403005_Agrobacterium_phage_Atu_ph02
MF403006_Agrobacterium_phage_Atu_ph03
JX483874_Rhizobium_phage_RHEph02
JX483875_Rhizobium_phage_RHEph03
JX483879_Rhizobium_phage_RHEph08
JX483880_Rhizobium_phage_RHEph09

Cronosvirus


