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Friunavirus
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Kotilavirus

Vectrevirus
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Zindervirus
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Risjevirus
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Pradovirus
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Cronosvirus

Wanjuvirus

Poseidonvirus

Aegirvirus

Lirvirus

Tiamatvirus

Tritonvirus

Tangaroavirus

Sednavirus

MCP
LG+F+R7 (ModelFinder)
Consensus Tree (IQTree 1.6.10)
UFBoot (1000 replicates) + SH-aLRT test
Log-liklihood = -64022.27
Rooted on outgroup

Aqualcavirus
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AIM40389.1_Yersinia_phage_vB_YenP_AP5

SOR54321.1_Yersinia_phage_fPS-10

AXY81753.1_Dickeya_phage_Katbat

AZS06416.1_Klebsiella_phage_Henu1

CDM21624.1_Citrobacter_phage_CR8

ALM01845.1_Acinetobacter_phage_vB_AbaP_PD-6A3

AAP34051.1_Enterobacteria_phage_T7

ANT40797.1_Escherichia_virus_AAPEc6

ATI16341.1_Caulobacter_phage_Lullwater

AAR90023.1_Salmonella_virus_SP6

AIA83200.1_Podovirus_Lau218

ALK86962.1_Yersinia_phage_vB_YenP_AP10

AZF94408.1_Pectobacterium_phage_Clickz_B7

QBZ68990.1_Shigella_phage_VB_Ship_A7

ANS06232.1_Phage_MedPE-SWcel-C56

CAJ29383.1_Enterobacteria_phage_K1F

ABW23115.1_Pseudomonas_phage_PT5

ADX87525.1_Vibrio_phage_ICP3_2009_B

CAA24427.1_Enterobacteria_phage_T7

ASV42990.1_Vibrio_phage_JSF32

AKN21196.1_Pectobacterium_phage_Peat1

ADX87573.1_Vibrio_phage_ICP3_2009_A

CAJ70680.1_Yersinia_phage_Berlin

AGC35548.1_Rhizobium_phage_RHEph01

AZF94168.1_Pectobacterium_phage_Clickz_B3

AGC35671.1_Rhizobium_phage_RHEph03

AZF94364.1_Pectobacterium_phage_Clickz_B6

Escherichia_phage_ECA2_37928..38890

CUR50731.1_Pseudomonas_phage_shl2

Ralstonia_phage_RsoP1EGY_33868..34563

AWD92388.1_Dickeya_phage_Dagda

AUV57232.1_Erwinia_phage_vB_EamP-S2

BAQ94252.1_uncultured_Mediterranean_phage_uvMED

AYD82873.1_Acinetobacter_phage_vB_AbaP_B09_Aci08

APU00182.1_Vibrio_phage_Vp670

ADQ12737.1_Acinetobacter_phage_phiAB1

AXY81971.1_Dickeya_phage_Mysterion

AMR59610.1_Citrobacter_phage_SH5

AZF88835.1_Klebsiella_phage_kpssk3

AVJ51917.1_Escherichia_phage_Ebrios

ALO79996.1_Pseudomonas_phage_PPPL-1

AEJ81501.1_Erwinia_phage_vB_EamP-L1

AWN07163.1_Klebsiella_virus_KP32

SOL37528.1_Yersinia_phage_fPS-9

AJT60836.1_Ralstonia_phage_phiITL-1

AHB12182.1_Xylella_phage_Prado

ATW58190.1_Pseudomonas_phage_uligo

AZF94208.1_Pectobacterium_phage_Clickz_B4

AGF91593.1_Prochlorococcus_phage_P-SSP6

AGC35611.1_Rhizobium_phage_RHEph02

AFK13472.1_Yersinia_phage_YpP-G

ASZ71960.1_Aeromonas_phage_CF7

ADD95011.1_uncultured_phage_MedDCM-OCT-S04-C24

AFR52576.1_Pseudomonas_phage_MPK7

ATA65323.1_Leclercia_phage_10164RH

AXY81811.1_Pectobacterium_phage_Lelidair

BAQ94381.1_uncultured_Mediterranean_phage_uvMED

APW79729.1_Pectobacterium_phage_PP99

AOZ65511.1_Klebsiella_phage_vB_KpnP_KpV767

AVP40076.1_Klebsiella_phage_myPSH1235

AYD85866.1_Acinetobacter_phage_vB_AbaP_46-62_Aci07

ATA65277.1_Leclercia_phage_10164-302

BAN92347.1_Ralstonia_phage_RSB3

AFY63153.1_Cronobacter_phage_vB_CskP_GAP227

SOR54372.1_Yersinia_phage_fPS16

AYD80155.1_Escherichia_phage_N30

BAQ94156.1_uncultured_Mediterranean_phage_uvMED

AID17693.1_Escherichia_phage_ECBP5

AQT25436.1_Escherichia_phage_vB_EcoP_F

ADP00059.1_Cyanophage_9515-10a

AKA62149.1_Citrobacter_phage_phiCFP-1

APW79776.1_Pectobacterium_phage_PP47

AZF87547.1_Yersinia_phage_PYPS50

QBP05815.1_Synechococcus_phage_S-B28

ASN73447.1_Acinetobacter_phage_vB_AbaP_B5

ADP00169.1_Cyanophage_NATL2A-133

ARB10954.1_Pectobacterium_phage_POP72

AJQ21041.1_Klebsiella_phage_vB_KpnP_SU503

ASZ78299.1_Klebsiella_phage_2044-307w

AET72520.1_Synechococcus_phage_S-CBP42

ASN73497.1_Acinetobacter_phage_vB_ApiP_P1

AOT25400.1_Pectobacterium_phage_PP2

AAP34157.1_Enterobacteria_phage_T7

APD19397.1_Acinetobacter_phage_SH-Ab_15519

Acinetobacter_phage_SWH-Ab-1_27729..28760

ADV35691.1_Pseudomonas_phage_phiIBB-PF7A

BAQ94225.1_uncultured_Mediterranean_phage_uvMED

AWN07205.1_Klebsiella_virus_KP32

AMM44667.1_Xanthomonas_phage_f20-Xaj

ACF15712.1_Yersinia_phage_Yepe2

ALJ98139.1_Klebsiella_phage_Kp2

AWY04268.1_Escherichia_phage_vB_EcoP_S523

ADX87479.1_Vibrio_phage_ICP3

AUV62654.1_Escherichia_phage_HZ2R8

ASN73345.1_Acinetobacter_phage_vB_AbaP_B1

SOO46465.1_Yersinia_phage_fPS-26

AMO43671.1_Pseudomonas_phage_YMC11_06_C171_PPU_BP

ARB11303.1_Marinomonas_phage_CPG1g

AQN31757.1_Escherichia_phage_vB_EcoP_D

AFX93700.1_Pseudomonas_phage_MPK6

ALT58488.1_Klebsiella_phage_vB_KpnP_IME205

AWH14596.1_Pseudomonas_phage_22PfluR64PP

AWD90662.1_Pseudomonas_phage_Nerthus

ASV43336.1_Vibrio_phage_JSF34

ADQ83185.1_Yersinia_phage_Yep-phi

AXG66388.1_Dickeya_phage_vB_DsoP_JA10

ANU80116.1_Proteus_phage_PM_116

ANY29096.1_Pseudomonas_phage_UNO-SLW3

ATI17019.1_Escherichia_phage_IMM-002

AQN32001.1_Escherichia_phage_vB_EcoP_R

AFQ97069.1_Enterobacteria_phage_T7M

AKQ07695.1_Yersinia_phage_vB_YenP_ISAO8

ASV42965.1_Vibrio_phage_JSF31

BBF66860.1_Klebsiella_phage_KN3-1

AFK66482.1_Synechococcus_phage_S-CBP3

AXF38921.1_Escherichia_virus_Vec13

AUR95235.1_Vibrio_phage_1.204.O._10N.222.46.F12

BAP15837.1_Ralstonia_phage_RSJ2

AQT27778.1_Ralstonia_phage_RS-PI-1

ACF42036.1_Morganella_phage_MmP1

AFB83276.1_Pseudomonas_phage_vB_Pae-TbilisiM32

AAZ72994.1_Enterobacteria_phage_K1F

AQN31637.1_Escherichia_phage_vB_EcoP_B

AMW36095.1_Xanthomonas_phage_XAJ24

AXY81863.1_Dickeya_phage_Luksen

AGZ17758.1_Vibrio_phage_phi-A318

AFP33696.1_Pectobacterium_phage_PP1

ARB11253.1_Marinomonas_phage_CPP1m

CAP45505.1_Pseudomonas_phage_LUZ19

APD20672.1_Klebsiella_phage_KPV811

CBX44496.1_Erwinia_phage_phiEa1H

ASU01167.1_Vibrio_phage_JSF25

ADW95246.1_Enterobacteria_phage_UAB_Phi78

APU00376.1_Yersinia_phage_fHe-Yen3-01

AZQ96394.1_Aeromonas_phage_ZPAH7

AHC30400.1_Klebsiella_phage_F19

AZF94844.1_Pectobacterium_phage_Nobby_B3

ASJ79288.1_Curvibacter_phage_P26059B

AZS49147.1_Pseudomonas_phage_RLP

Enterobacteria_phage_E-2_35414..36051

ACR16497.1_Vibrio_phage_N4

AGH57750.1_Cyanophage_KBS-P-1A

AMR59484.1_Citrobacter_phage_SH2

AIA83152.1_Podovirus_Lau218

ARK08686.1_Escherichia_phage_JSS1

AWH15409.1_Aeromonas_phage_25AhydR2PP

ANT45340.1_Pectobacterium_phage_PP16

AGG54664.1_Prochlorococcus_phage_P-SSP10

AIB06987.1_Escherichia_phage_PE3-1

BAJ51827.1_Ralstonia_phage_RSB2

AXF42092.1_Synechococcus_T7-like_virus_S-TIP37

AFK13525.1_Yersinia_phage_YpsP-G

AWD90617.1_Pseudomonas_phage_Njord

AIM51258.1_Lelliottia_phage_phD2B

AYD82948.1_Enterobacteria_phage_vB_EcoP_IME390

ASP46254.1_Marinomonas_phage_CB5A

ACJ14574.1_Kluyvera_phage_Kvp1

ASV43192.1_Vibrio_phage_JSF18

APZ82753.1_Klebsiella_phage_vB_KpnP_KpV74

AZF94785.1_Pectobacterium_phage_Nobby_B2

ARQ94908.1_Acinetobacter_phage_WCHABP5

ACY66716.1_Klebsiella_phage_KP34

CAZ66220.1__outgroup_Pseudomonas_phage_LUZ7

AWD92652.1_Dickeya_phage_Ninurta

AIW03148.1_Proteus_phage_PM_93

BBF66882.1_Klebsiella_phage_KN4-1

AHY26809.1_Acinetobacter_phage_vB_AbaP_Acibel007

AUX83616.1_Escherichia_phage_YZ1

AEX65874.1_Pseudomonas_phage_Bf7

AFK13377.1_Yersinia_phage_YpP-Y

AIW03122.1_Proteus_phage_PM_85

AZF94521.1_Pectobacterium_phage_Ekidair

AGG91297.1_Synechococcus_phage_S-RIP1

AAP33950.1_Enterobacteria_phage_T7

ADX87668.1_Vibrio_phage_ICP3_2007_A

AOQ29228.1_Escherichia_phage_ZG49

AGK86658.1_Synechococcus_phage_S-CBP42

ASV44583.1_Agrobacterium_phage_Atu_ph03

CEF89298.1_Pseudomonas_phage_vB_PaeP_PAO1_Ab05

AAP34002.1_Enterobacteria_phage_T7

ACF15867.1_Klebsiella_phage_K11

AVH85558.1_Enterobacteria_phage_T7

ABY71003.1_Pseudomonas_phage_PT2

AGZ17276.1_Proteus_phage_PM16

QBG78761.1_Phage_NC-A

QBZ71545.1_Escherichia_phage_Lidtsur

BAO20703.1_Pseudomonas_phage_PPpW-4

AFV51470.1_Stenotrophomonas_phage_IME15

ADX87621.1_Vibrio_phage_ICP3_2008_A

ANU79107.1_Pseudomonas_phage_Andromeda

CAK25011.1_Pseudomonas_phage_LKA1

ATI19110.1_Vibrio_phage_vB_VpaP_KF2

APU00304.1_Ralstonia_phage_RS-PII-1

BAQ94489.1_uncultured_Mediterranean_phage_uvMED

ANY29189.1_Pseudomonas_phage_UNO-SLW1

AOZ64536.1_Pseudomonas_phage_vB_Pae-TbilisiM32

AZF94004.1_Pectobacterium_phage_Astalicious

AIT13661.1_Salmonella_phage_BP12A

AMR59427.1_Citrobacter_phage_SH1

ALA46504.1_Dickeya_phage_BF25_12

AIX12995.1_Pseudomonas_phage_Pf-10

ATW57747.1_Escherichia_phage_EG1

ANT45400.1_Pectobacterium_phage_PP90

AIM41091.1_Escherichia_phage_CICC_80001

ANS05509.1_uncultured_Mediterranean_phage

ARB12398.1_Klebsiella_phage_vB_KpnP_PRA33

ANY29049.1_Pseudomonas_phage_UNO-SLW4

QAX92395.1_Providencia_phage_vB_PstP_PS3

AOT23872.1_Klebsiella_phage_KP-Rio_2015

AQY55004.1_Escherichia_virus_K1E

QBP32937.1_Shigella_phage_Buco

APZ82839.1_Klebsiella_phage_K5-4

ANO57705.1_Klebsiella_phage_KpV475

CCI88417.2_Yersinia_phage_phiR8-01

AGC35969.1_Rhizobium_phage_RHEph08

AZF94593.1_Pectobacterium_phage_Koot

AXE28427.1_Klebsiella_phage_vB_KpnP_IME321

AUE23212.1_Pseudomonas_virus_Pf1_ERZ-2017

AFO12323.1_Pseudomonas_phage_Phi-S1

AHC94068.1_Vibrio_phage_AS51

AWD90756.1_Pseudomonas_phage_Alpheus

AGW43616.1_Burkholderia_phage_JG068

AHB12129.1_Xylella_phage_Paz

AXY85354.1_Escherichia_phage_LL2

ADD95482.1_uncultured_phage_MedDCM-OCT-S08-C41

QBP07069.1_Escherichia_phage_Minorna

CEF89911.1_Pseudomonas_phage_vB_PaeP_PAO1_1-15pyo

AQN32689.1_Acinetobacter_phage_vB_AbaP_AS11

Pseudomonas_phage_MBL_24333..25340

AGG54579.1_Prochlorococcus_phage_P-SSP3

AZU98491.1_Acinetobacter_phage_AbKT21phiIII

CAJ29440.1_Escherichia_virus_K1E

AUV61499.1_Klebsiella_phage_SH-Kp_152410

ARW56867.1_Escherichia_phage_ST31

CBX45099.1_Erwinia_phage_phiEa100

BBD74678.1_Pectobacterium_phage_PPWS2

ARM69649.1_Pseudomonas_virus_KNP

BAP15734.1_Klebsiella_phage_NTUH-K2044-K1-1

AXN53741.1_Sphingomonas_phage_Scott

AIT13707.1_Salmonella_phage_BP12B

ARM69599.1_Pseudomonas_virus_WRT

AIM40536.1_Enterobacteria_phage_J8-65

AGC36023.1_Rhizobium_phage_RHEph09

CUH74610.1_Cronobacter_phage_Dev-CD-23823

ACF15816.1_Enterobacteria_phage_EcoDS1

AGA17887.1_Synechococcus_virus_P60

AGK86635.1_Synechococcus_phage_S-CBP4

SOP75998.1_Yersinia_phage_fPS-54-ocr

AAP20532.1_Yersinia_phage_phiA1122

ABM63427.1_Erwinia_amylovora_phage_Era103

AJF40445.1_Escherichia_phage_P483

ASV44931.1_Klebsiella_phage_AltoGao

BBA26452.1_Pectobacterium_phage_PPWS4

APL99495.1_Aquamicrobium_phage_P14

SOO46668.1_Yersinia_phage_fPS-86

AAO73167.1_Pseudomonad_phage_gh-1

AVD98988.1_Shigella_phage_SFN6B

AGY48004.1_Acinetobacter_phage_Petty

SOO46867.1_Yersinia_phage_fPS-64

ASV43177.1_Vibrio_phage_JSF36

ASV43116.1_Vibrio_phage_JSF35

AIT13613.1_Klebsiella_phage_phiBO1E

AXY85406.1_Escherichia_phage_LL11

Pseudomonas_phage_HC15b2_27533..28561

ASV43240.1_Vibrio_phage_JSF20

CDK30104.1_Burkholderia_phage_Bp-AMP1

ALA45093.1_Enterobacter_phage_phiEap-1

AGY36933.1_Erwinia_phage_FE44

CBW54799.1_Pantoea_phage_LIMElight

AXY82080.1_Pectobacterium_phage_Slant

ASZ72035.1_Xanthomonas_phage_phi_Xc10

CAX63153.1_Pseudomonas_phage_phikF77

BAG70390.1_Ralstonia_phage_RSB1

AKQ06793.1_Yersinia_phage_phiYe-F10

AFQ22523.1_Pectobacterium_phage_PhiM1

AEH41048.1_Escherichia_phage_K30

ATS93696.1_Pectobacterium_phage_DU_PP_II

AXC37099.1_Salmonella_phage_3A_8767

CBH51600.1_Pseudomonas_phage_phi-2

AZF94860.1_Pectobacterium_phage_Nobby_B4

BBF66838.1_Klebsiella_phage_KN1-1

AXF40838.1_Shigella_phage_SFPH2

AWH15817.1_Pseudomonas_phage_67PfluR64PP

AZF94436.1_Pectobacterium_phage_Clickz_B8

QBI90001.1_Escherichia_phage_HZP2

ATS92452.1_Escherichia_phage_PGT2

AAR90073.1_Escherichia_virus_K1-5

CAB63630.1_Yersinia_phage_phiYeO3-12

AMQ66171.1_Pseudomonas_phage_phiNFS

CRN12722.1_Klebsiella_phage_vB_KpnP_KpV289

CAK25968.1_Pseudomonas_phage_LKD16

AOZ65249.1_Klebsiella_phage_vB_KpnP_KpV48

AVH85423.1_Vibrio_phage_Rostov-1

AOZ65561.1_Klebsiella_phage_vB_KpnP_KpV766

AJF40523.1_Escherichia_phage_P694

CAD44223.1_Pseudomonas_phage_phiKMV

AIK68520.1_Mesorhizobium_phage_vB_MloP_Lo5R7ANS

AAX44208.1_Prochlorococcus_virus_PSSP7

AXY81703.1_Pectobacterium_phage_Gaspode

AFH14436.1_Vibrio_phage_VP3

CDL65230.1_Burkholderia_phage_Bp-AMP3

AFV51014.1_Acinetobacter_phage_Abp1

AXY82026.1_Pectobacterium_phage_Nobby

ALJ97679.1_Acinetobacter_phage_IME200

ATN92973.1_Ralstonia_phage_RPSC1

Acinetobacter_phage_SWH-Ab-3_28261..29292

AEZ65100.1_Escherichia_phage_phiKT

Escherichia_phage_vB_EcoP_K_36788..37775

ARB12493.1_Klebsiella_phage_vB_KpnP_BIS33

AMR59528.1_Citrobacter_phage_SH3

ACY76232.1_Prochlorococcus_virus_PSSP7

AEZ65059.1_Aeromonas_phage_phiAS7

ACF15921.1_Enterobacteria_phage_13a

ASV44567.1_Agrobacterium_phage_Atu_ph02

CAC86298.1_Enterobacteria_phage_T3

AQN31668.1_Escherichia_phage_vB_EcoP_C

AWY03156.1_Cronobacter_phage_GW1

ARB12444.1_Klebsiella_phage_vB_KpnP_IL33

SOO46363.1_Yersinia_phage_fPS-52

Enterobacteria_phage_E-3_30885..31522

AKF13953.1_Pseudomonas_phage_DL62

ARW59018.1_Pectobacterium_phage_vB_PatP_CB5

ASV43288.1_Vibrio_phage_JSF24

ABP87946.1_Synechococcus_virus_Syn5

AWD92514.1_Pectobacterium_phage_Jarilo

AZS13022.1_Escherichia_phage_vB_EcoP-Ro45lw

AKA61845.1_Proteus_phage_vB_PmiP_Pm5460

AFH19861.1_Enterobacteria_phage_vB_EcoP_ACG-C91

APU03181.1_Ralstonia_virus_phiAp1

ALP47753.1_Aeromonas_phage_Ahp1

CDL65190.1_Burkholderia_phage_Bp-AMP2

CCI88880.2_Yersinia_phage_phi80-18

ASZ79011.1_Serratia_phage_2050H2

AWD90709.1_Pseudomonas_phage_Achelous

AZF94645.1_Pectobacterium_phage_Koot_B1

AJQ21097.1_Klebsiella_phage_vB_KpnP_SU552A

ASN73550.1_Acinetobacter_phage_vB_ApiP_P2

AZF94313.1_Pectobacterium_phage_Clickz_B5

AWN07117.1_Klebsiella_virus_KP32

AGK86535.1_Synechococcus_phage_S-CBP1

AYD80201.1_Escherichia_phage_C5

AIW03098.1_Proteus_phage_PM_75

ATS93388.1_Ralstonia_phage_DU_RP_I

CDL65270.1_Burkholderia_phage_Bp-AMP4

BAQ94035.1_uncultured_Mediterranean_phage_uvMED

ASD51044.1_Pasteurella_phage_PHB01

ALA12256.1_Acinetobacter_phage_phiAB6

AUG87656.1_Vibrio_phage_VEN

Enterobacteria_phage_E-3_38505..39142

AFK13429.1_Yersinia_phage_YpP-R

SOO46414.1_Yersinia_phage_fPS-19

ANY29143.1_Pseudomonas_phage_UNO-SLW2

ADP00248.1_Cyanophage_P-SSP2

AXC34577.1_Escherichia_phage_SRT7

AGE60608.1_Pelagibacter_phage_HTVC019P

BAP34924.1_Ralstonia_phage_RSJ5

AOZ61229.1_Serratia_phage_SM9-3Y

AWN07075.1_Klebsiella_virus_KP32

SOO46617.1_Yersinia_phage_fPS-89

AUV61745.1_Pseudomonas_phage_Henninger

ACD75700.1_Salmonella_phage_phiSG-JL2

BAQ94044.1_uncultured_Mediterranean_phage_uvMED

CDM12556.1_Cronobacter_phage_Dev2

AGK86602.1_Synechococcus_phage_S-CBP3

ACF15763.1_Enterobacteria_phage_BA14

AKQ06846.1_Acinetobacter_phage_Fri1

AMR59597.1_Citrobacter_phage_SH4

SOO46819.1_Yersinia_phage_fPS-59

AOT28165.1_Klebsiella_phage_vB_KpnP_KpV763

AZF95012.1_Pectobacterium_phage_Zenivior

AXY81919.1_Pectobacterium_phage_Momine

QAX95974.1_Aeromonas_phage_ZPAH7B

AUE22263.1_Escherichia_virus_VEc3

ANM45756.1_Escherichia_phage_64795_ec1

AVX47645.1_Pseudomonas_phage_vB_PaeP_130_113

AGK86740.1_Synechococcus_phage_S-CBP2

BAS69556.1_Pectobacterium_phage_PPWS1

ALF01673.1_Caulobacter_phage_Percy

BAQ94115.1_uncultured_Mediterranean_phage_uvMED

AZF94732.1_Pectobacterium_phage_Nobby_B1

AIA83250.1_Podovirus_Lau218

AVP40513.1_Acinetobacter_phage_vB_AbaP_D2

AKN21195.1_Pectobacterium_phage_Peat1

AGG91313.1_Synechococcus_phage_S-RIP2

AGC35495.1_Yersinia_phage_Y

APU03056.1_Pectobacterium_phage_PP81

AGF91708.1_Synechococcus_phage_S-CBP4

AGB07355.1_Yersinia_phage_R

AVH86142.1_Pseudomonas_phage_phiNV3

AWK24032.1_Klebsiella_phage_phiKpS2

APZ82797.1_Klebsiella_phage_K5-2

AZF88097.1_Pectobacterium_phage_Arno160

CBV65233.1_Salmonella_phage_Vi06

ATS93339.1_Escherichia_virus_mutPK1A2

ACP44100.1_Vibrio_phage_VP93

SOO46769.1_Yersinia_phage_fPS-21

AZF94138.1_Pectobacterium_phage_Clickz_B2

BAQ94443.1_uncultured_Mediterranean_phage_uvMED

AAP34105.1_Enterobacteria_phage_T7

ALP47805.1_Escherichia_phage_vB_EcoP_GA2A

APW79822.1_Acinetobacter_phage_vB_AbaP_AS12

AKG94509.1_Delftia_phage_IME-DE1

AKG94378.1_Pseudomonas_phage_phiPsa17

AZF94909.1_Pectobacterium_phage_Phoria

AWY10482.1_Pseudomonas_phage_PFP1

ASV42935.1_Vibrio_phage_JSF30

SOO46718.1_Yersinia_phage_fPS-50

AFE86138.1_Enterobacter_phage_phiKDA1

AUV61942.1_Pseudomonas_phage_PollyC

SOO56500.1_Yersinia_phage_fPS-53

ANM46350.1_Morganella_phage_vB_MmoP_MP2

CBY88571.1_Pantoea_phage_LIMEzero

ATI19030.1_Vibrio_phage_vB_VpaP_KF1

AZF94053.1_Pectobacterium_phage_Clickz

ACV32479.1_Enterobacteria_phage_285P

AGG54649.1_Prochlorococcus_phage_P-GSP1

BAQ94329.1_uncultured_Mediterranean_phage_uvMED

AMM44714.1_Xanthomonas_phage_f30-Xaj

CDM21566.1_Citrobacter_phage_CR44b

AHN84658.1_Vibrio_phage_Vc1

AAY46288.1_Vibriophage_VP4

Klebsiella_phage_SH-Kp_152234_22075..23106

Enterobacter_phage_KPN3_31546..32589

ASV42864.1_Vibrio_phage_JSF28

ALO80729.1_Klebsiella_phage_KpV41

ANH51097.1_Pseudomonas_phage_VSW-3

ASN73393.1_Acinetobacter_phage_vB_AbaP_B3

AUG85429.1_Ralstonia_phage_RsoP1IDN

SOO56449.1_Yersinia_phage_fPS-85

BAQ94401.1_uncultured_Mediterranean_phage_uvMED

AWH14713.1_Pseudomonas_phage_71PfluR64PP

AGE60560.1_Pelagibacter_phage_HTVC011P

AXY81641.1_Dickeya_phage_Dagda_B1

SOO46516.1_Yersinia_phage_fPS-7

APD18160.1_Vibrio_phage_JSF7

ACY75864.1_Enterobacteria_phage_T7

AZF95028.1_Pectobacterium_phage_Zenivior_B1

ALJ98090.1_Klebsiella_phage_vB_Kp1

QBZ71241.1_Klebsiella_phage_Pharr

AYD80245.1_Escherichia_phage_N13

AGG54538.1_Cyanophage_SS120-1

AUV59350.1_Citrobacter_phage_vB_CroP_CrRp3

AKH49573.1_Klebsiella_phage_K5

AHZ95015.1_Pseudomonas_phage_phiPSA2

AZF94537.1_Pectobacterium_phage_Khlen

ASL24417.1_Alteromonas_virus_vB_AspP-H4_4

ASV42799.1_Vibrio_phage_JSF11

APD19646.1_Pectobacterium_phage_PP74

CBZ42009.1_Pseudomonas_phage_phi15

AIK67599.1_Pseudomonas_phage_vB_PaeP_PPA-ABTNL

ASD52212.1_Pseudomonas_phage_PspYZU08

AVI05021.1_Salmonella_phage_vB_SpuP_Spp16

ACY66692.1_Klebsiella_phage_KP32

ADP00081.1_Cyanophage_NATL1A-7

SOO46567.1_unidentified_phage

ARV77578.1_Pasteurella_phage_PHB02

BAQ93975.1_uncultured_Mediterranean_phage_uvMED

ALM01903.1_Acinetobacter_phage_vB_AbaP_PD-AB9

ATW58407.1_Salmonella_phage_BSP161

AAP48771.1_Salmonella_virus_SP6

SBT28123.1_Escherichia_phage_LM33_P1

ARB06220.1_Pseudomonas_phage_PAXYB1

Pseudomonas_phage_17A_17875..18918

AGC35312.1_Acinetobacter_phage_AB3

AMQ66465.1_Klebsiella_phage_KpV71

AGM10735.1_Enterobacteria_phage_T3

ANS05739.1_uncultured_Mediterranean_phage
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