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AGE60589.1_Pelagibacter_phage_HTVC019P

AWK24026.1_Klebsiella_phage_phiKpS2

ACP44096.1_Vibrio_phage_VP93
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ASV42904.1_Vibrio_phage_JSF30

AOT23867.1_Klebsiella_phage_KP-Rio_2015
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AFR52569.1_Pseudomonas_phage_MPK7

ASN73492.1_Acinetobacter_phage_vB_ApiP_P1

AUG87649.1_Vibrio_phage_VEN

AOZ61237.1_Serratia_phage_SM9-3Y

AYD80219.1_Escherichia_phage_N13

AIK67593.1_Pseudomonas_phage_vB_PaeP_PPA-ABTNL

AKG94487.1_Delftia_phage_IME-DE1

BAQ94309.1_uncultured_Mediterranean_phage_uvMED

AJQ21086.1_Klebsiella_phage_vB_KpnP_SU552A

SOO46791.1_Yersinia_phage_fPS-59

BAQ94481.1_uncultured_Mediterranean_phage_uvMED

ALJ97674.1_Acinetobacter_phage_IME200

ATS93671.1_Pectobacterium_phage_DU_PP_II

QBZ69017.1_Shigella_phage_VB_Ship_A7

APD20676.1_Klebsiella_phage_KPV811

AJF40472.1_Escherichia_phage_P483

CCI88411.2_Yersinia_phage_phiR8-01

Pseudomonas_phage_MBL_18179..20626

ALA45066.1_Enterobacter_phage_phiEap-1

AGM10707.1_Enterobacteria_phage_T3

AWD92361.1_Dickeya_phage_Dagda

APW79817.1_Acinetobacter_phage_vB_AbaP_AS12
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ALM01888.1_Acinetobacter_phage_vB_AbaP_PD-6A3
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AAP34070.1_Enterobacteria_phage_T7

AFQ22516.1_Pectobacterium_phage_PhiM1

ASZ71954.1_Aeromonas_phage_CF7

ANT40787.1_Escherichia_virus_AAPEc6

AMR59589.1_Citrobacter_phage_SH4

AEZ65095.1_Escherichia_phage_phiKT

AGC35663.1_Rhizobium_phage_RHEph03

AXY81879.1_Dickeya_phage_Luksen

ADX87544.1_Vibrio_phage_ICP3_2009_A

AHC94049.1_Vibrio_phage_AS51

AKF13947.1_Pseudomonas_phage_DL62

AWN07136.1_Klebsiella_virus_KP32

BAS69547.1_Pectobacterium_phage_PPWS1

BBF66827.1_Klebsiella_phage_KN1-1

AZF94600.1_Pectobacterium_phage_Koot

AEJ81474.1_Erwinia_phage_vB_EamP-L1

AUE23184.1_Pseudomonas_virus_Pf1_ERZ-2017

SOR54342.1_Yersinia_phage_fPS16

AIW03110.1_Proteus_phage_PM_85

AZF94916.1_Pectobacterium_phage_Phoria

ATS92446.1_Escherichia_phage_PGT2

AIT13608.1_Klebsiella_phage_phiBO1E

AWN07093.1_Klebsiella_virus_KP32

ABY70996.1_Pseudomonas_phage_PT2

APU00369.1_Yersinia_phage_fHe-Yen3-01

AZF94544.1_Pectobacterium_phage_Khlen

AQY55033.1_Escherichia_virus_K1E

ACF15837.1_Klebsiella_phage_K11

ALP47773.1_Escherichia_phage_vB_EcoP_GA2A

ALT58461.1_Klebsiella_phage_vB_KpnP_IME205

AHZ94988.1_Pseudomonas_phage_phiPSA2

AGG91275.1_Synechococcus_phage_S-RIP1

AAP48747.1_Salmonella_virus_SP6

ACY75835.1_Enterobacteria_phage_T7

AAP34124.1_Enterobacteria_phage_T7

APU03032.1_Pectobacterium_phage_PP81
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