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Part 3: PROPOSED TAXONOMY
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Supporting material:
	additional material in support of this proposal



The family Portogloboviridae is represented by a single virus, Sulfolobus polyhedral virus 1 (SPV1), which has a circular double-stranded DNA (dsDNA) genome of 20,222 bp and infects hyperthermophilic archaeon Sulfolobus shibatae (Liu et al., 2017). 
 
Metagenomic sequencing of an enrichment culture has yielded a circular dsDNA genome of 20,424 bp, which displays overall ~92% nucleotide sequence identity to SPV1 (Figure 1) (Liu et al., 2019). The corresponding virus has been named Sulfolobus polyhedral virus 2 (SPV2). SPV2 encodes 46 open reading frames (ORFs), among which 43 have homologs in SPV1. There are there insertions, two deletions and one duplication in the SPV2 genome, compared to SPV1 (Figure 1). We propose to follow the practice applied for bacterial viruses and use 95% nucleotide sequence identity threshold as a species demarcation. Accordingly, SPV2 should be considered as a new species in the genus Alphaportoglobovirus.
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Figure 1. Graphical comparison of SPV1 and SPV2 genomes. The deletions (DEL), insertions (INS) and duplication (DUP) of sequences in SPV2 compared to SPV1 are marked. Annotations are shown above the corresponding ORFs.
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